. (A) An ion-selective chromatogram for the predicted mass of the disulfide peptide in A3G1-384-2K3A-M227C-W232C. A peptide containing the predicted M227C-W232C disulfide bond was detected. The sequence of the peptide (C 227 HNDTCVK 234 ) is shown in the inset, similar data was seen for the wild-type construct (data not shown).
(B) A high resolution MS/MS fragmentation experiment to verify the peptide containing a disulfide bond.
(A) (B)
The only predicted ions that were detected are the ions outside the disulfide bridge (green ovals). This is expected, as the presence of a disulfide bond hinders peptide fragmentation. The peptide sequence is shown in the figure inset. 
